Hybrid Conference Programme
Start  Finish Presenter details Location
(RST)  (RSTY

Monday 8 June 2026

09:45

Brifing forkeynote speater, microphone unners, halr moderator  ium

1025

1145
11:30

1145

1215

1245

13:00

1145

1145
11:45

1215

1245

13:00

14:10

Wellcome Connecting Science
Michelle E\smp Associate Director, Leammg and Tramg
Wellcom »
Nicok Mathr, Char c and Tech w,
United Kingdom

Scientific broaramme commit

Ben Lehmer, Wellcome Sanger stitue, Urited Kingdom

Mo Lotfollahi, Wellcome Sanger bstitute, United Kingdom

Debora Marks, Harvard University, United States

Noelia Fernz, Centre for Genomic Regulation, Spain

Jussi Taipale, Wellcome Sanger nslitute / Karolinska Institute, United Kingdom / Sweden
Jun Cheng, Google DeepMind, United Kingdom

Chair: Noelia Ferruz

Maderator: Jun Chena

Leveracina Alto advance bioloav

Pushmeet Kohli. Gooale DeepMind. United Kinadom

Coffee break and networking Event Space
a 1 speak i Auditorium

Chair: Jussi Taioale
Moderator: Constance Feraau
Imorovin Genormic Deeo Learmina with Perturbation Data
Peter Koo. Cold Sorina Harbor Laboratorv. United States
Solving i machine

Carl de Boer. Universitv of British Columbia. Canada
Deciphering
Cas Blaauw VIB-KU Leuven. Beloium

Lunch and networking Event Space



https://www.sanger.ac.uk/person/lehner-ben/
https://www.sanger.ac.uk/external_person/lotfollahi-mo/
https://sysbio.med.harvard.edu/debora-marks
https://www.crg.eu/en/programmes-groups/ferruz-lab
https://www.sanger.ac.uk/external_person/taipale-jussi/
https://chengjun.me/
https://research.google/people/105667/?&type=google
https://www.cshl.edu/research/faculty-staff/peter-koo/
https://bme.ubc.ca/?directory=carl-de-boer

13,55

14:40

14:40

15:10

1540
16:05.

14:10.

14:40

1510

15:40

16:20
16:20

g 2 speakers, chair Auditorium

Chair: Jun Chena
Maderator: Mo Loffollahi

Jemei Ule. Kina's Colleae London. United Kinadom

Charfotte Caitanchik. The Francis Crick Institute. United Kinadom
Deen screenina of biomolecular repertoires

Phil Holliaer. MRC Laboratorv of Molacular Bioloav. United Kinadom

Modekguided seq 9
Geora Seelia. Botnar Institute Of Immune Endineerina. United States

Refreshment break and networking Event Space
Briefing for Session 3 speakers, chail Auditorium

16:20

16:50

17:20

17:35

16:50

17:20

17:35

17:50

Chair: Ben Lehnar
Moderator: Noelia Fernuz

L
Gabriel Rocklin. Northwester. United States
Decodina the protein dance
Pacla Picotti. ETH Zurich. Switzerfand.
Scaling data generation for chemical biology
Simon d'Celsnitz. Harvard Medical School. United States
tions: Generating Protein Variants wi Deletions
Constance Ferraau. Cradle. Switzertand

Chair: Jun Chena

1945
1945

21:00

Dinner Hinxton Hall Restaurant
Bar open (card payments only) Graham Cameron Bar


https://www.crick.ac.uk/research/find-a-researcher/jernej-ule
https://charlottecapitanchik.com/
https://www2.mrc-lmb.cam.ac.uk/groups/ph1/holliger_bio.html
https://people.ece.uw.edu/seelig_georg/
https://www.feinberg.northwestern.edu/faculty-profiles/az/profile.html?xid=43966
https://imsb.ethz.ch/research/picotti/PeoplePicotti/paola-picotti.html
https://simondoelsnitz.com/

Tuesday 9 June 2026
09:15  09:30  Brisfing for 4 speakers, chai Auditorium

Chair: Laura Gantini
Moderator: Ben Lehner

0930 10:00  How Al Unifies an Ecosystem of Biotechnology
Meatt Davis. Flaashio Pioneerina. United States

1000 1030 BoltzGen: Toward Universal Binder Desian
Hannes Stark Massachussetts Insitute of Technoloav. United States

1030 1045 i g mechanistic learning to discover drivers.
of ERK signaling heterogeneit
Fabian Frohlich. The Francis Crick Institute. United Kinadom

10:45  11:30  Refreshment break and networking Event Space

1145 1130 Briefing 5 speakers, chai Auditorium

Chair: TBC
Moderator: Ben Lehner

1130 1200 Models

igning q

Pranam Chatteriee. University of Pennsvivania. United States

1200 1230 Beyond the Funnel: Machine Leaming Powered Lab-in-the-Loop for Drug Discovery
Richard Bonneau. Genentech /Roche. United States

1230 1245 Leaming to predict aptamer sensors for any metaboifte or drug target

AndrewFraser. University of Toronto. Canada

1245 1300 biomedical for
advancement prediction
Jackv Siu. Queen Marv Universitv of London. United Kinadom
1300 14:15  Lunchand networkina Hinxton Hall Restaurant
1400 14:15  Briefing , chair Auditorium

Chair: Noelia Ferruz
Moderator: Mo Lotfollahi
1415 1445  Natural L i
Faiie Yuan. Westiake Universitv. China
1445 1515  Bioohusics inthe aae of Al
Frank Noe. Microsoft Research. Germanv

1545 1530  Capturing using
Santosh Shivakumaraswamy, The Francis Crick Institute, United Kingdom

1530 1545 Proteina-Complexa Experimental
Vaiidation
Kieran Didi. Oxford Universitv. United Kinadom

15145 16:15  Refreshment break and networking Event Space

Chair: Jussi Taioale

1800 2000 Dinner Hinxton Hall Restaurant
18:00 Bar open (card payments only) Graham Cameron Bar



https://www.flagshippioneering.com/people/matthew-davis
https://hannes-stark.com/
https://www.chatterjeelab.com/
https://www.gene.com/scientists/our-scientists/richard-bonneau
https://en.westlake.edu.cn/faculty/fajie-yuan.html
https://www.microsoft.com/en-us/research/people/franknoe/

Wednesday 10 June 2026

08:45  09:00 Brisfing 7 speakers, chair Auditorium
Chair: Mo Lotfohalli

Moderator: Chartotte Caitanchik
09:00  09:30

Joshua Welch. University of Michiaan. United States
0930 10:00 Towards Mulimodal Foundation Modelina in Patholoav.
Guillaume Jaume. Universit of ausanne. Swizeriand
" data
1000 o Unversal modebiee from Visium
Provas Shah, 10¢ Genomics. Uniked Staes
Stress-testing drug response prediction: a modular framework, dataset-suitability benchmark,
and a functionally aware embedding model
Nico Trummer. Orakl Oncoloav. France
10:30 1110  Refreshment break and networking Event Space
10:55 1110 Briefing for session 7 (continued), chair, moderator and committee  Auditorium
Chair: Mo Lotfollahi
Moderator: TBC
1110 11:40  Mutimodal learnin for sinale-cell multi-omics data intearation
Laura Cantini. Institut Pasteur. France
1140 1155  IterScale reveals
Francosca Drummer. EB4EMBL. Unied Kinadem
11:55 1210 Maovina the AlxBio Caability Landscave
Nellv Mak. SecureBio. United States
Scientific Proaramme Committee:
Ben Lefner, Wellcome Sanger inslitue, United Kingdom
Mo Lotfollahi, Wellcome Sanger bstitute, United Kingdom
Debora Marks, Harvard University, United States
Noelia Femz, Centre for Genomic Requlation, Spain
Jussi Taipale, Wellcome Sanger nstitute / Karolinska Institute, United Kingdom / Sweden
Jun Cheng, Google DeepMind, United Kingdom
1220 1330 Lunch Hinxton Hall Restaurant
13:30
13:45

1045 1030

idge



https://medschool.umich.edu/profile/5597/joshua-welch
https://guillaumejaume.github.io/
https://research.pasteur.fr/en/member/laura-cantini/
https://www.sanger.ac.uk/person/lehner-ben/
https://www.sanger.ac.uk/external_person/lotfollahi-mo/
https://sysbio.med.harvard.edu/debora-marks
https://www.crg.eu/en/programmes-groups/ferruz-lab
https://www.sanger.ac.uk/external_person/taipale-jussi/
https://chengjun.me/

