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Hybrid Conference Programme

Presenter detail

start inish
(GMT) (GMT)

Wednesday 4 November 2026

12:45 13:00 Briefing for Session 1 speakers, microphone runners, chair, moderator & committee - Auditorium

Wellcome Connecting Science:

Andy Mains. Wellcome Connectina Science. UK

Scientific proaramme committee:

Jordana Bell, King's College London, UK

Christoph Bock, CeMM Research Center for Molecular Medicine, Austria
Claudia Kleinman, McGill University, Canada

Charlotte Ling, Lund University, Sweden

Chair: Charlotte Lina. Lund Universitv. Sweden
Moderator: TEC

13:10 14:00 DNA methylation: the beauty and the beast in population studies
Bas Hejjmans. Leiden University, The Netherlands

14:00 14:05 ‘Comfort break (no refreshments)

Chair: Claudia Kleinman. McGill Universitv. Canada
BC

Moderator: Tt
14:05 Swnthetic Ex Utero Embrvoaenesis: from Naive Pluripotent Cells to bona fide Embrvo Models
Jacob Hanna, Weizmann Institute of Science, Israel
14:35 15:05 Deep learnina approaches to dissect transcription factor bindina svntax in the human aenome
Selin Jessa, Stanford University, USA
15:05 15:20 Placental epiaenetic oredicts earlv child outcomes
Lucas Casten. Max Planck Institute Of Psvchiatrv. Germanv.
15:20 15:35 DNA methviation captures shared and protein-specific variation in the inflammatory proteome across development
Winni Schalkwiik. Universitv Medical Center Utrecht. Netherlands
15:35 Refreshment break and networking
16:00 16:15 Briefing for session 2 speakers, chair & moderator - Auditorium

Chair: Charlotte Lina. Lund Universitv. Sweden
Moderator: TBC

16:15 16:45 Develovina cfDNA DNA Methviation Biomarkers for Neurodeaenerative Disease
Emma Dempster, University of Exeter, UK

16:45 17:15 Title TBC
Duygu Ucar, The Jackson Laboratory, USA
17:15 17:30 Shared and clock-soecific aenetic across three tions of epiaenetic clocks
Sivi Wana. Universitv Of Exeter. UK

17:30 17:45 Cell-to-cell variability and aain of methviation at polvcomb CpG islands as a hallmark of aaina
Tommy Kaolan. Queen Marv Universitv of London. UK

19:15

Dinner

19:15 Bar open (card payments only)
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https://www.kcl.ac.uk/people/jordana-bell
https://cemm.at/research/groups/core-groups/christoph-bock/research
https://www.mcgill.ca/translational-research-cancer/claudia-kleinman
https://portal.research.lu.se/en/persons/charlotte-ling/
https://www.universiteitleiden.nl/en/staffmembers/bas-heijmans#tab-1
https://www.weizmann.ac.il/molgen/hanna/group
https://selinjessa.com/
https://experts.exeter.ac.uk/22394-emma-dempster
https://www.jax.org/research-and-faculty/research-labs/the-ucar-lab
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Thursday 5 November 2026

09:15. 09:30 Briefing for Session 3 speakers, chair & moderator - Auditorium

Chair: Claudia Kleinman. McGill Universitv. Canada
Moderator:

09:30 10:00 Epiqenetic lineaae tracina of cancer evolution
Trevor Graham, The Institute of Cancer Research, UK

10:00 10:30 Taraetina RNA Modifications in Cancer
Michaela Frye, DKFX, Germany

10:30 Promoter—enhancer rewirina durina terminal adipoaenesis links epigenomic reaulation to metabolic disease risk
lonal Sandovici. Universitv of Cambridae. UK

10:45 11:00 Effects of rituximab versus cladribine on the pace of bioloaical agina in people with multile sclerosis
Eirik Sandvik Gulbrandsen. Oslo Universitv Universitv. Norway

11:00 11:45 Refreshment break and networking

11:30 11:45 Briefing for session 4 speakers, chair & moderator - Auditorium

Chair: Jordana Bell. Kina's Colleae London. UK
Moderator: TEC

11:45 12:15 Lessons from sinale cell epigenome in disease and accelerated aaina risk
Paivi Pajukanta, UCLA, USA

12:15 Nature vs nurture? Dissectina the contribution of aenetics. environment. and their interaction to DNA methviation variabilitv across the first 5 vears of life
Erick Navarro-Delaado. The Universitv Of British Columbia. Canada

12:30 12:45 Identifvina qenetic impacts on DNA methviation variability to uncover aene-environment and aene-aene interactions in GoDMC
Xiaoou Zhana. Kina's Colleae London. UK.

12:45 Cis and trans aenetic control of DNA methwation in cord blood hiahliahts and immune reaulatorv or
Emilie Willoch Olstad. Universitv of Oslo. Norwav.

13:00 14:15 Lunch and networking

14:00 14:15 Briefing for Session 5 speakers, chair & moderator - Auditorium

Chair: Charlotte Lina. Lund Universitv. Sweden
Moderator: TEC

14:15 14:45 Title TBC
Maja Jagodic. Karolinska Institute, Sweden

14:45 15:15 Title TBC
Yijun Ruan, Zhejiang University, China

15:15 15:30 Epiqenetic Sianatures Classifvina Brain Insulin Resistance in Humans
Meriem Ouni. German Institute of Human Nutrition Potsdam-Rehbriicke. Germany

15:30 15:45 Decodina the Individual Vaccination response in Older adults throuah Immuno-Epiaenetics
Anh Nauven. Leiden Universitv Medical Centre. Netherlands

15:45 16:30 Refreshment break and networking

16:15 16:30 Briefing for Keynote speaker, chair & moderator - Auditorium

‘

air: Jordana Bell. Kina's Colleae London. UK
Moderator: TEC

Decodina the tissue ecosvstems of the human bodv
Muzlifah Haniffa, Wellcome Sanger Institute, UK

Leading the epigenetics fmurs llumina's expanding DNA methviation portfolio
Nicole Renke. liluminia. U

Dinner

19:05 Bar open (card payments only)
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https://www.icr.ac.uk/research-and-discoveries/find-a-researcher/test-researcher-profile-detail/professor-trevor-graham
https://www.dkfz.de/en/employees/michaela-frye
https://medschool.ucla.edu/people/paivi-pajukanta-md-phd
https://ki.se/en/people/maja-jagodic
http://www.ruanlab.org/?list_9/46.html
https://www.sanger.ac.uk/external_person/haniffa-muzlifah/
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Friday 6 November 2026

09:15

09:30

Briefing for Session 6 speakers, chair & moderator - Auditorium

10:30

10:45

11:25

Chair: Claudia Kleinman. McGill Universitv. Canada
Moderator: TBC

Understandina epiaenetic requlation durina earlv human embrvonic brain development at sinale cell resolution

Fides Zenk, EPFL, Switzerland

Title TBC
Jussi Taipale, Wellcome Sanger Institute, UK

Resolvina cell-tvoe-specific DNA methviation from heteroaeneous tissues usina lona-read seauencina
Eilis Hannon. University Of Exeter. UK

maxATAC-v2: Enhanced Genome-Wide TF Bindina Site Prediction from (sc)ATAC-sea
Akshata Rudranatna. Universitv Of Cincinnati/Cincinnati Children's Hosoital Medical Center. USA

Refreshment break and networking

Briefing for Keynote, chair, moderator & committee - Audlitorium

11:40

12:30

Chair: Jordana Bell. Kina's Colleae London. UK
Moderator: TBC

Disturbances of DNA methviation and metabolic health in Asian pobulations
John Chambers, Precision Health Research, Singapore.

Scientific Proaramme Committee:
Jordana Bell, King's College London, UK
hristoph Bock, CelMM Research Center for Molecular Medicine, Austria
Claudia Kleinman, McGill University, Canada
Charlotte Ling, Lund University, Sweden

Lunch and departures

Coach departures for Stansted and Heathrow airports

Coach departures for Cambridge train station and city centre
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https://people.epfl.ch/fides.zenk?lang=en
https://www.sanger.ac.uk/external_person/taipale-jussi/
https://www.npm.sg/john-chambers/
https://www.kcl.ac.uk/people/jordana-bell
https://cemm.at/research/groups/core-groups/christoph-bock/research
https://www.mcgill.ca/translational-research-cancer/claudia-kleinman
https://portal.research.lu.se/en/persons/charlotte-ling/

