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Hybrid Conference Programme

Start Finish Presenter details
(GMT) (GMT)

Wednesday 4 Novembe

|

12:45 13:00 Briefing for Session 1 speakers, microphone runners, chair, & ittee - A

Well Ce

Andy Mains, Wellcome Connecting Science, UK

P
Jordana Bell, King's College London, UK

Christoph Bock, CeMM Research Center for Molecular Medicine, Austria
Claudia Kleinman, McGill University, Canada

Charlotte Ling, Lund University, Sweden

Chair: Charlotte Ling, Lund University, Sweden
Moderator: TBC

13:10 14:00 DNA methylation: the beauty and the beast in population studies
Bas Heijmans, Leiden University, The Netherlands

14:00 14:05 Comfort break

Chair: Christoph Bock, CeMM R« h Center for Molecular Medicine, Austria
Moderator: TBC

14.05 14:35 Synthetic Ex Utero Embryogenesis: from Naive Pluripotent Cells to bona fide Embryo Models
Jacob Hanna, Weizmann Institute of Science, Israel

14:35 15:05 Deep learning approaches to dissect transcription factor binding syntax in the human genome
Selin Jessa, Stanford University, USA

15:05 15:20 Short talk selected from abstracts
Short talk speaker
15:20 15:35 Short talk selected from abstracts
Short talk speaker
15:35 16:15 Refreshment break and networking
16:00 16:15 briefing for session 2 k chair & - AL

Chair: Charlotte Ling, Lund University, Sweden
Moderator: TBC

16:15 16:45 Developing cfDNA DNA Methylation Biomarkers for Neurodegenerative Disease
Emma Dempster, University of Exeter, UK

16:45 17:15 Title TBC
Duyqu Ucar, The Jackson Laboratory, USA

17:15 17:30 Short talk selected from abstracts
Short talk speaker

17:30 17:45 Short talk selected from abstracts
Short talk speaker

19:15 20:30 Dinner

19:15 Bar open (card payments only)
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https://www.kcl.ac.uk/people/jordana-bell
https://cemm.at/research/groups/core-groups/christoph-bock/research
https://www.mcgill.ca/translational-research-cancer/claudia-kleinman
https://portal.research.lu.se/en/persons/charlotte-ling/
https://www.universiteitleiden.nl/en/staffmembers/bas-heijmans#tab-1
https://www.weizmann.ac.il/molgen/hanna/group
https://selinjessa.com/
https://experts.exeter.ac.uk/22394-emma-dempster
https://www.jax.org/research-and-faculty/research-labs/the-ucar-lab
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Thursday 5 November

09:15 09:30 Briefing for Session 3 sp. , chair & - Audite

Chair: Claudia Kleinman, McGill University, Canada
Moderator: TBC

09:30 10:00 Title TBC
Trevor Graham, The Institute of Cancer Research, UK

10:00 10:30 Targeting RNA Modifications in Cancer
Michaela Frye, DKFX, Germany
10:30 10:45 Short talk selected from abstracts
Short talk speaker
10:45 11:00 Short talk selected from abstracts
Short talk speaker
11:00 11:45 Refreshment break and networking
11:30 11:45 Briefing for session 4 speakers, chair & moderator - Auditorium

Chair: Jordana Bell, King's College London, UK
Moderator: TBC

11:45 12:15 Lessons from single cell epigenome in cardiometabolic disease and ac d aging risk
Péivi Pajukanta, UCLA, USA
12:15 12:30 Short talk selected from abstracts
Short talk speaker
12:30 12:45 Short talk selected from abstracts
Short talk speaker
12:45 13:00 Short talk selected from abstracts
Short talk speaker
13:00 13:15 Short talk selected from abstracts
Short talk speaker
13:15 14:30 Lunch and networking
14:15 Briefing for Session 5 speakers, chair & moderator - Auditorium

Chair: Christoph Bock, CeMM Research Center for Molecular Medicine, Austria
Moderator: TBC

14:30 15:00 Title TBC

Maja Jagodic, Karolinska Institute, Sweden
15:00 15:30 Title TBC

Yijun Ruan, Zhejiang University. China
15:30 15:45 Short talk selected from abstracts

Short talk speaker
15:45 16:00 Short talk selected from abstracts

Short talk speaker
16:00 16:45 Refreshment break and networking

Chair: Christoph Bock, CeMM R Center for Molecular Medicine, Austria
Moderator: TBC

Decoding the tissue ecosystems of the human body
Muzlifah Haniffa, Wellcome Sanger Institute, UK

19:05 20:30 Dinner

19:05 Bar open (card payments only)
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https://www.icr.ac.uk/research-and-discoveries/find-a-researcher/test-researcher-profile-detail/professor-trevor-graham
https://www.dkfz.de/en/employees/michaela-frye
https://medschool.ucla.edu/people/paivi-pajukanta-md-phd
https://ki.se/en/people/maja-jagodic
http://www.ruanlab.org/?list_9/46.html
https://www.sanger.ac.uk/external_person/haniffa-muzlifah/
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Friday 6 Novemb

09:15 09:30 Briefing for Session 6 speakers, chair & moderator - Auditorium

Chair: Claudia Kleinman, McGill University, Canada
Moderator: TBC

09:30 10:00 Understanding epigenetic regulation during early human embryonic brain development at single cell resolution
Fides Zenk, EPFL, Switzerland

10:00 10:30 Title TBC
Jussi Taipale, Wellcome Sanger Institute, UK

10:30 10:45 Short talk selected from abstracts
Short talk speaker
10:45 11:00 Short talk selected from abstracts
Short talk speaker
11:00 11:40 Refreshment break and networking
11:25 11:40 Briefing for Keynote, chair, & ittee - Audit

Chair: Jordana Bell, King's College London, UK
Moderator: TBC

11:40 12:35 Disturbances of DNA methylation and metabolic health in Asian populations
John Chambers, Precision Health Research, Singapore

|

Jordana Bell, King's College London, UK

Christoph Bock, CeMM Research Center for Molecular Medicine, Austria
Claudia Kleinman, McGill University. Canada

Charlotte Ling, Lund University, Sweden

12:45 13:45 Lunch and departures
13:45 Coach departures for Stansted and Heathrow airports
13:55 Coach departures for Cambridge train station and city centre
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https://people.epfl.ch/fides.zenk?lang=en
https://www.sanger.ac.uk/external_person/taipale-jussi/
https://www.npm.sg/john-chambers/
https://www.kcl.ac.uk/people/jordana-bell
https://cemm.at/research/groups/core-groups/christoph-bock/research
https://www.mcgill.ca/translational-research-cancer/claudia-kleinman
https://portal.research.lu.se/en/persons/charlotte-ling/

